This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEWED/SLANTED IMAGES 
COLORED PHOTOS 

BLACK OR VERY BLACK AND WHITE DARK PHOTOS 
GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 




rpA.0' 



Replacement Sheet 



CO 

x 

o 



CM 

z 

o 



a> 
o 
c 



I 



-CO— C0- 

-co— co- 
-co— co- 



I I 



Replacement Sheet 



SEQ ID NO: 92 DR01006 C TCGA6 — TCTG6GG6A66 

SEQIDN0.93 DR27006 C TCGAG — TCTGGGGGAGG 

SEQIDNOW DR03006 C AGGTGA AACTGCTCGAG — TCTGGAGGAGG 

SEQ ID NO. 95 DR11006 C TCGAG— TCTGGGGGAGG 

SEQIDN&96 DR2^*006 C AGGTGA AACTGCTCGAG — TCTGGGGGAGG 

SEQ ID NO: 97 DR16006 C - TCGAG — TCTGGAGGAGG 

SEQ ID NO. 98 DR19006 C TCGAG — TCTGGAGGAGG 

SEQ ID NO: 99 DR07006 C — TCGAG — TCTGGGGGAGG 

SEQIDN&100DR16OO6 C - TCGAG — TCTGGGGGAGG 

SEQ ID N0 101 DR2O006 C --TCGAG — TCAGGGGGAGG 

SEQIDNO.102DR25OO6 C - TCGAG — TCTGGGGGAGG 

SEQIDNft103DR2OOO6 C TCGAG — TCTGGAGGAGG 

SEQIDNai04DR21OO6 C TCGAG — TCTGGGGGAGG 

SEQIDNO.105DRO9OO6 C AGGTGA AACTGCTCGAG — TCTGGGGGAGG 

SEQIDNQ106DR17OO6 C TCGAG — TCTGGGGGAGG 

SEQIDNO107DR13OO6 C TCGAG — TCAGGGGGAGG 

SEQIDNai08DRO2OO6 CTCGAGTCAGGTGTCCGGTCTGATGTGCAGCTGGTGGCGTCTGGGGGAGG 

DR01006 ATCGGTGCAGGCTGGAGGGTCTCTGAGACTCTC— GTGCG-CAGCCTCTG 

DR27006 CTCGGTGCAGGCTGGAGGGTCTCTGAGACTCTCCTGTGCATCTTCTTCTA 

DR03006 CTCGGTGCAGACTGGAGGATCTCTGAGACTCTCCTGTGCAGT— C-TCTG 

DR11006 GTCGGTGCAGGCTGGAGGGTCTCTGAGACTCTCCTGTAATGT— C-TCTG 

DR24006 GTCGGTGCAGGCTGGAGGGTCTCTGAGACTCTCCTGTAATGT— C-TCTG 

DR16006 CTCGGCGCAGGCTGGAGGATCTCTGAGACTCTCCTGTGCAGC— CCACGG 

DR19006 CTCGGTTCAGGCTGGAGGGTCCCTTAGACTCTCCTGTGCAGC— C-TCTG 

DR07006 CTCGGTGCAGGGTGGAGGGTCTCTGAGACTCTCCTGTGCAA — TCTCTG 

DR16006 CTCGGTGCAGGCTGGAGGGTCTCTGAGACTCTCCTGTACAG — GCTCTG 

DR2O006 CTCGGTACAGGTTGGAGGGTCTCTGAGACTCTCCTGTGTAG — CCTCTA 

DR25006 CTCGGTACAAACTGGAGGGTCTCTGAGACTCTCTTGCG — AAATCTCTG 

DR20006 CTCGGTGCAGGCTGGAGGGTCTCTGAGACTCTCCTGTG— TAGCCTCTG 

DR21006 CTCGGTGCAGGTTGGAGGGTCTCTGAAACTCTCCTGTAAAAT — CTCTG 

DR09006 CTCGGTGCAGGCTGGGGGGTCTCTGACACTCTCTTGTG — TATACAC-- 

DR17006 CTCGGTCCAACCTGGAGGATCTCTGACACTCTCCTGTACAGTT — TCTG 

DR13006 CTCGGTGGAGGCTGGAGGGTCTCTGAGACTCTCCTGTACAG — CCTCTG 

DR02006 CTCGGTGCAGGCTGGAGGCTCTCTGAGACTCTCCTGTACAG — CCTCTG 

DR01006 GA-TACAGTAATT — GTCCCCTCACTTG-GAGCTGGTATCGCCAGTTT 

DR27006 AA— TATATGCCTT — GCACCTACGACAT-GACCTGGTACCGCCAGGCT 

DR03006 GA-TTCTCCTTTA — GTACCAGTTGTAT-GGCCTGGTTCCGCCAGGCT 

DR11006 GC— TCTCCCAGTA — GTACTTATTGCCT-GGGCTGGTTCCGCCAGGCT 

DR24006 GC— TCTCCCAGTA— GTACTTATTGCCT-GGGCTGGTTCCGCCAGGCT 

DR16006 GA— TTCCGC-TCA — ATGGTTACTACAT-CGCCTGGTTCCGTCAGGCT 

DR19006 AC--TACACCATCA — CTGATTATTGCAT-GGCCTGGTTCCGCCAGGCT 

DR07006 GA--TACACGTACG — GTAGCTTCTGTAT-GGGCTGGTTCCGCGAGGGT 
DR16006 GA— TTCCCCTATA — GTACCTTCTGTCT-GGGGTGGTTCCGCCAGGCT 
DR20006 CT— CACACCGACA — GTAGCACCTGTAT-AGGCTGGTTCCGCCAGGCT 
DR25006 GA— TTGACTTTTG — ATGATTCTGACGT-GGGGTGGTACCGCCAGGCT 
DR20006 GA— TTCAATTTCG — AAACTTCTCGTAT-GGCGTGGTACCGCCAGACT 
DR21006 GAGGTACCCCAGATCGTGTTCCTAAATCTTTGGCCTGGTTCCGCCAGGCT 

DR09006 -CAACGATACTGGGACCA TGGGATGGTTTCGCCAGGCT 

DR17006 --GGGCCACOSACA — GTGACTACAGTATTGGA-TGGATCCGCCAGGCT 

DR13006 G ATACGTAT-CCT CTATGGCCTGGTTCCGCCAGGTT 

DR02006 GAGA CAGTTTCAGTAGATT— TGCCATGTCTTGGTTCCGCCAGGCT 
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DR01006 CCAGGAACG6AGCGC6AGTTCGTCTCCAGTAT66ATCCG6ATGGAAATAC 

DR27006 CCAGGCAAGGAGCGCGAAnTGTCTCAAGTATAAATATTGATGGTAAGAC 

DR03006 TCAGGAAAGCAGCGTGAGGGGGTCGCAGCCATTAATAGTGGCGGTGGTAG 

DR11006 CCAGGGAGGGAGCGTGAGGGGGTCACAGCGATTAA CACTGATGG 

DR2A006 CCAGGGAAGGAGCGTGAGGGGGTCACAGCGATTAA------CACTGATGG 

DR16006 CCTGGGAAGGGGCGTGAGGGGGTCGCAACAATTAATGGTGGTCG-----; 

DR19006 CCAGGGAAGGAGCGTGAATTGGTCGCAGCGAnCAAGTTGTCCGTAGTGA 

DR07006 CCAGGCAAGGAACGTGAGGGGATCGCAACTATTCTTAATGGTGGTAm 

DR16006 CCAGGGAAGGAGCGTGAGGGGGTCGCGG6TATTAATAGTGCAGGAGGTAA 

DR20006 CCAGGGAAGGAGCGCGAGGGGGTCGCAAGTATATATTTTGGTGATGGTGG 

DR25006 CCAGGGCATGAGTGCAAATTGGTCTCAGFTATTCTGAGTGATGGTACT-C 

DR20006 CCAGGAAATGTGTGTGAGnGGTCTCAA^ATmCAGTGATGG---- 

DR21006 CCAGAGAAGGAGCGCGAGGGGATCGCAGTTCTTTCGACTAAGGATGGTAA 

DR09006 CCAGGGAAAGAGTGCGAAAGGGTCGCGCATATTACGCCTGATGGTATGA- 

DR17006 CCAGGGAAGGACCGTGAAGTAGTCGCAGCCGCTAATACTGGTG- 

DR13006 CCAGGGCAGGAGCGCGAGGGGGTCGCGTITGnCAAACGG----" 

DR02006 CCAGGGAAGGAGTGCGAATTGGTCTCAAGCATTCAAAGTAATGGAAGGAC 

DR01006 CAAGTACA 

DR27006 AACATACG CAGACTCCGTGAAGGGCCGATTCACC 

DR03006 GACATACTA-CAACACATATGTCGCCGAGTCCGTGAAGGGCW 

DR11006 CAGTATCAT-ATACGCA GCCGACTCCGTGAAGGGCCGATTCACC 

DR2^006 CAGTGTCAT-ATACGCA GCCGACTCCGTGAAGGGCCGATTCACC 

DR16006 CGA-CGTCACATACTACGCCGACTCCGTGACGGGCCGATTTACC 

DR19006 TACT—CGC-C-TCACAGACTACGCCGACTCCGTGAAGGGACGATTCACC 

DR07006 CACATACTATGCCGACTCGGTGAAGGGCCGATTCACC 

DR16006 TACTTACTATGCCGACGCCGTGAAGGGCCGATTCACC 

DR20006 TACGAATTATCGCGACTCCGTGAAGGGCCGATTCACC 

DR25006 CATATACAAAGAGTGGAGACTATGCTGAGTCTGTGAGGGGCCGGGTTACC 

DR20006 CA-AAACATACTACGTCGACC— GCA ::iI§}?§§K?r{IKirr 

DR21006 GA CATTCTATGCCGACTCCGTGAAGGGCCGATTCACC 

DR09006 CCTTCATTGATGAACCCGTGAAGGGGCGATTCACG 

DR17006 CGACTAGTAAATTCTACGTCGACTTTGTGAAGGGCCGATTCACC 

DR13006 — CTGACAAT-AGTGCATTATATGGCGACTCCGTGAAGGGCCGATTCACC 

DR02006 AACTGA GGCCGATTCCGTGCAAGGCCGATTCACC 

DR01006 ATGTCCCGAGGCAGCACCGAGTACACAGTATTTCTGCAAATGGACAATCT 

DR27006 ATCTCCCAAGACAGCGCCAAGAACACGGTGTATCTGCAGATGAACAGCC^ 

DR03006 ATCTCCCAAGACAACGCCAAGACCACGGTATATCTTGATATGAACAACCT 

DR11006 ATCTCCCAAGACACCGCCAAGGAAACGGTACATCTO 

DR24006 ATCTCCCAAGACACCGCCAAGAAAACGGTATATCTCCAGATGAACAACa 

DR16006 ATCTCCCGAGACAGCCCCAAGAATACGGTGTATCT^ 

DR19006 ATCTCCCAAGGCAACACCAAGAACACAGTGAATCTGCAAATGAACAGa 

DR07006 ATCTCCCAAGACAGCACGTTGAAGACGATGTATCTGCTA^ 

DR16006 ATCTCCCAAGGGAATGCCAAGAATACGGTGTTTCTGCAAATGGATAACTT 

DR20006 ATCTCCCAACTCAACGCCCAGAACACAGTGTATCTGCAAATGAA^ 

DR25006 ATCTCCAGAGACAACGCCAAGAACATGATATACCTTCAAATGAACGACCT 

DR20006 ATnCTAGAGAGAATGCCAAGAATACAHGTATCTACAACTGA^ 
DR21006 ATCTTCTTAGATAATGACAAGACCACTTTCTCgTACAACTO 
DR09006 ATCTCCCGAGACAACGCCCAGAAAACGTT^m^ 
DR17006 ATHCCCAAGACAACGCCAAGAATACGGTATATaGCAAATGAGCTTCa 
DR13006 ATCTCCCACGACAACGCCAAGAACACGCTGTATaGCAAATGCG^ 
DR02006 ATCTCCCGAGACAATTCCAGGAACACAGTGTATCTGCAAATGAACAGCCT 
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DR01006 6AAACCTGA6GACAC6GCGATGTATTACT6TAAAAC-A — GCCCTAC-- 

DR27006 GAAACCTGAGGACACGGCGATGTATTACTGTAAAAT-A — GA-TTC- 

DR05006 AACCCCTGAAGACACGGCTACGTATTACTGTGCGGCGG — TCCCAGCCC 

DR11006 GCAACCTGAGGATACGGCCACCTATTACTGCGCGGCAA — GACTGACGG 

DR2*I006 GCAACCTGAGGATACGGCCACCTATTACTGCGCGGCAA — GACTGACGG 

DR16006 GAAACCTGAGGACACGGCCATCTACTTCTGTGCAGCAG — G CTC 

DR19006 GACACCTGAGGACACGGCCATCTACAGTTGTGCGGCAA — C CAG 

DR07006 GAAACCTGAAGACACGGGCACCTATTACTGTGCTG-CA — GAACTAAGT 

DR16006 GAAACCTGAGGACACGGCCATCTATTACTGCGCGG-CG — GATAGTCCA 

DR20006 GAAACCTGAGGACAGCGCCATGTACTACTGTGCAATCA — CTGAAATTG 

DR25006 GAAACCTGAGGACACGGCCATGTATTACTGCGCGGTAGATGGTTGGACCC 

DR20006 CAAACCTGAGGACACGGCCATGTATTACTGTGCG CC 

DR21006 GAACCCGGAGGACACTGCCGACTACTACTGCGCTGCAAATCAATTAGC— 

DR09006 GAGGCCTGAGGACACGGCCGTGTATTACTGTGCGGCAGATTG 

DR17006 GAAACCTGAGGACACGGCCATCTATTACTGTGCGGCAG CGGACCC 

DR13006 GCAACCTGACGACACTGGCGTGTACTACTGTGCGGCC CAA 

DR02006 GAAACCCGAGGACACGGCCGTGTATTACTGTGGGGCAGT- 

DR01006 — A-AC— CTGGGGGTTATTGTGGGTA- 

DR27006 GTA C~ CCGTGCC ATCTCCTTGATG - 

DR03006 ACTTGGGACCT GGCG-CCATT CTTGATTTG 

DR11006 AGATGGGGGCTTGTGATGCGAGATGGGCGACCTTAGC-GACAAGGAC-G 

DR24006 AGATGGGGGCTTGTGATGCGAGATGGGCGACCTTAGC--GACAAGGAC-G 

DR16006 GCGTTTTT-CTAGTCCTGTTGGGAGCACTTC-TAGAC — TCGAAAGTAG 

DR19006 TAGTTTTTACTGGTACT GCAC C — ACG G 

DR07006 GGTGGTAGTTGTGAATTGC— CTTTGC -TATTTGACTA 

DR16006 TGTTACATGCCGACTATGC — CCGCTCCCCCGATACGAGACAGTTTTGG 

DR20006 AGTGGTATGGGTGCAATTT— AAGGACTACTTTTACT — C G 

DR25006 GGAAGGAAG— GGGGAATCGGGTTAC CCTGGTCGGTCCAATGTGAA 

DR20006 GGTTGAA TATC CTATTGCAGAC— ATGTGTT 

DR21006 — TGGTGGCTGGTATT — — TGGACCCGAATTACTGG-CTCTCTGTG 

DR09006 — GAAATACTGGA CTTGTGGTGC— CCAGA-CTGG AG 

DR17006 AAGTATATATTATAGTATC CTCCNNAT 

DR13006 AAGAAGGATCGTA CTAGATGGGC CGAGCCT 

DR02006 CTCCCTAA— TGGACCGAATTTC 

DR01006 — TGGGTANTGCCTCTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR27006 — T CTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR03006 AAAAAGTATAAGTACTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR11006 TTTGCGTATAACTACTGGGGCCGGGGGACCCAGGTCACCGTCTCCTCACT 

DR24006 TTTGCGTATAACTACTGGGGCCGGGGGACCCAGGTCACCGTCTCCTCACT 

DR16006 CGA-CT-ATAACTATTGGGGCCAGGGGATCCAGGTCACCGTCACCTCACT 

DR19006 CGC-CTTATAACGTCTGGGGTCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR07006 CTGGG GCCAGGGCACCCAGGTCACCGTCTCCTCACT 

DR16006 CTGGGATGATTTT GGCCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR20006 CTGGG GCCAGGGGACCCAGGTCACCGTCTCCTCACT 

DR25006 GATGGTTATAACTATTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCAC- 

DR20006 CGAGAT ACG — GCGACCCGGGGACCCAGGTCACCGTCTCCTCAC- 

DR21006 GGTGCATATGCCATCTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCAC- 
DR09006 GATACTTCGGACAG-TGGGGTCAGGGGGCCCAGGTCACCGTCTCCTCACT 
DR17006 — TGAGTATAAGTACTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCA— 
DR13006 CGAGAATGGAACAACTGGGGCCAGGGGACCCAGGTCACCGTCTCCTCA— 

DR02006 CCAACATGGG— TGCCGGGGCCAGGGAACCCAGGTCACCGTCTCCT 
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DR01006 AG TTACCCGTACGAC6TTCCGGACTAC66TTCTTAATAGAATTC 

DR27006 AG TTACCCGTACGAGCTTCCGGACTACGGTTCTTAATAGAATTC 

DR03006 AGCTAGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR11006 AG TTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR24006 AGCTAGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR16006 AGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR19006 AGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR07006 AGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR16006 - — AGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR20006 AGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR25006 — TAGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR20006 — TAGTTACCCGTACGACGAACCGGACTACGGTTCTTAATAGAATTC 

DR21006 — TAGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR09006 AGCTAGTTACCCGTACGACGTTCCGGACTACGGTTCTTAATAGAATTC 

DR17006 

DR13006 

DR02006 TA 



FIG. ID 



Replacement Sheet 




00= 
OS 



CO 

no 



CO 



Replacement Sheet 




C. bactrianus L. vicugna L. glama 

FIG. 2A 
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ProtA Ig1 Ig2 Ig3 
Control T. evansi infected 
Counts/5ul 65 1258 1214 2700 



Ig2 Ig3 TotSer 
Healthy 
157 160 107 



FIG. 3 A 



Replacement Sheet 





